
Scale
NC_073249.2:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_029289425.2
75,903,000 75,904,000 75,905,000 75,906,000 75,907,000 75,908,000 75,909,000 75,910,000 75,911,000

GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*)

NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*)
NCBI RefSeq genes, predicted subset (XM_* or XR_*)

NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*)
Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

XM_055111376.2
XM_063603847.1
XM_003824676.5
XM_063603843.1
XM_063603845.1
XM_063603842.1
XM_063603851.1
XM_063603841.1
XM_063603849.1

XM_055111376.2
XM_063603847.1
XM_003824676.5
XM_063603843.1
XM_063603845.1
XM_063603842.1
XM_063603851.1
XM_063603841.1
XM_063603849.1

NM_001127181.2

(T)n
L2

AluSx

AluJb
MIR

L1MD2
AluJb

Tigger4a

AluSx

(ACAA)n

AluSx
AluJb

L2d

GA-rich

L1PA6
AluSx

GC Percent

Repeats


