Scale OX442349.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_949357725.1 12,871,000 12,872,000 12,873,000 12,874,000 12,875,000 12,876,000 12,877,000 12,878,000 12,879,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g383.t1 g383.t2 g383.t3

NM_001192614.2

(T)n DR0137756 DR0136532 DR0602823 DR0582256 DR0603599 (TTTTTAT)n

DR0082356

DR0221076

DR0131170

DR0358849

DR0141279

DR0585323

DR0198173

DR0583084

DR0081059

(TTTC)n DR0637255 DR0198596 DR0456864 DR0111248 DR0111248

DR0358959 DR0091233 DR0112673 DR0655555 DR0030502

DR0582206 DR0093142 DR0111706

DR0262869 DR0435325

GC Percent

Repeats