Scale NC_047579.1:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_011004845.1 18,471,000 18,472,000 18,473,000 18,474,000 18,475,000 18,476,000 18,477,000 18,478,000 18,479,000 GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*)

NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*) NCBI RefSeq genes, predicted subset (XM_* or XR_*)

NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*) Ensembl genes 2022_08

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

XM_034295646.1

XM_034295646.1

ENSELUG00000041339 ENSELUG00000042578 ighv6-1

LOC105008697 LOC101883187

REP-3_ELMariner-25_EL Mariner-25_EL

Mariner-13N1_EL hAT-N23B_EL (CAT)n

(ATATTT)n (ATAC)n

(GAT)n (GTGT)n DNA8-11_EL Gypsy-10_EL-LTR DNA6-2_EL

DNA8-11_EL Mariner-19_EL

GC Percent

Repeats