Scale 5 kbl | GCF_011004845.1
NC_047579.1: | 184710001 184720001 18473,000! 18,474,000  18475000! 18476,0001 18,477,000 18,478,0001 18,479,000 |

GC PercontMIL I | NI WL 0001010 B0 o ot wm nann e e INEEE YN 0 o o — 0w
NCB IWnes curated and predicted sq{s (NM_*, Xh R_*, XR_*, NP_* or YP_¥)

XM 034295646.1
NCBI RefSeq genes, curated subset (NM_*, NR_* NP_*or YP_*)
NCBI RefSeq genes, predlcked subset (% r XR_*)

XM 034295646.1
NCBI RefSeq other annotations (not NM * NR _* XM_* XR_*, NP_*or YP_*)
Ensembl genés 2022 08

ENSELUG00000041339

ENSELUG00000042578 = e g I —
iahv6-1 s> ——
Augustus Gene Prediction:
Auqustus Ha g -
RefSeq mRNAs mapped to this assembly
LOC105008697
LOC101883187
CpG Islands (Islands < 300 Bases are Light Green)
Unmasked CpG 0 I ||
sker Repetitive Elements
iner-25_EL  Xi—m——aml Mariner-13N1_EL  ITTTTIITTICRE” P GAT) | DNA8-11_EL
Mariner-25_EL B hAT-N23B_EL GTGT)n | Mariner-:
Repeats (CAT)n 1 DNA8-11 EL
(ATATTT)n § Gypsy-10_EL-LTR =8
(ATAC)n | DNA6-2 EL
Simple Tandem Repeats by TRF
Simple Repeats | ] P P v

WM +Sbustl 1 1T B 1L 1 TOL 1 eeasRelREenalVasked by WindowMasker + SDust | I




