Scale OY735285.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_963457725.1 26,307,000 26,308,000 26,309,000 26,310,000 26,311,000 26,312,000 26,313,000 26,314,000 26,315,000 GC Percent in 5-Base Windows

Augustus Gene Predictions RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

NM_001328335.1 NM_001114585.1

(A)n DR0274346 DR0274209 DR0273986 DR0273605 DR0273125

DR0273986

DR0273228 DR0274161

DR0273489

DR0274442 DR0273776

DR0274442

DR0273341

DR0274045

DR0273295

DR0273776 DR0273727

DR0273776

DR0273776

(TG)n (GT)n (AC)n

DR0273639

DR0273144 DR0274288

DR0273106

(TG)n (TG)n

DR0273106

DR0273730 DR0273145

DR0273255 DR0273255

DR0273493

GC Percent

Repeats