Scale
NC_056428.1:

GC Percent
LOC121738810
LOC121738810

Auqustus

Unmasked CpG

5 kbt | GCF_905147365.1
14,051,000 | 14,052,000 | 14,053,000 | 14,054,000 | 14,055,000 | 14,056,000 | 14,057,000 | 14,058,000 [ 14,059,000 | 14,060,000 |

GC Peg in 5-Bas indow:
T O TR T OO L MR R T IR I T ‘hﬁ 1 VIO 0CON .
CBI RefSeq genes, curated and predicted sets (NM_* XR_*, NP_*or YP_*)
0c121739541
NCBI RefSeq genes, predicted subsetéXM R_*)
39541-

NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*)
Ensembl genes 2021 11
ENSAAGG00005000329 ==
Augustus Gene Predictions

RefSeq mRNAs mapped to this assembl
CpG Islands (Islands < 300 Bases are Light reerh

RepeatMasker Rej etmvi Elements ]
cAn | (TCAN 8 tHn G-rich
(ATCATG)n § (TA)n (ATTATA)n 1
(TATTTA)N | (GTCGT&
Repeats (CCAN 1 nch B

Simple Repeats

WM + SDust || IR

(TAGCGT)n |
Simple Tandem Repeats by TRF
¥ pean Y ] 1

NEEE N -ﬁ‘i”O’mcl'W'?Nfﬂledb’{W'WFS?Wt—_l =




