Scale OZ017715.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_963969265.1 24,317,000 24,318,000 24,319,000 24,320,000 24,321,000 24,322,000 24,323,000 24,324,000 24,325,000 GC Percent in 5-Base Windows

Augustus Gene Predictions RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

NM_131806.1

rnd-5_family-1389 (AC)n (CCT)n (TTTCTT)n

(CA)n

rnd-1_family-93 rnd-5_family-3085

(TG)n rnd-1_family-166

(T)n rnd-3_family-703 rnd-2_family-22

rnd-3_family-378

rnd-5_family-2030 rnd-3_family-509

rnd-5_family-479 rnd-3_family-94

(AC)n

(ATTCTT)n

(C)n

GC Percent

Repeats