Scale OX465302.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_949987585.1 70,895,000 70,896,000 70,897,000 70,898,000 70,899,000 70,900,000 70,901,000 70,902,000 70,903,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g893.t1 g894.t1

NM_020366.4 NM_007192.4

L1ME3G L1MD3 L2b HAL1 (GGCA)n MER58A (GT)n MER53

MIRb MIR1_Amn L1MB7 GA-rich

(CA)n

(T)n

MER112

L2c MIRb (TATT)n (ATCTTC)n

L1MA9

GC Percent

Repeats