Scale OY830014.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_963692335.1 9,138,000 9,139,000 9,140,000 9,141,000 9,142,000 9,143,000 9,144,000 9,145,000 9,146,000 GC Percent in 5-Base Windows

Augustus Gene Predictions RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

DR0356585 DR0014913

DR0456596 DR0054918 DR0557473

DR0359252 DR0651383

DR0262198

DR0262737

DR0261724

DR0245304

DR0451640 DR0146126 (ACCTGAC)n

DR0083132 DR0375186

DR0262802 DR0360015

DR0611340

DR0071504 DR0140484 DR0608736

DR0139697

DR0100092 DR0265083 DR0245602

DR0569450 (GT)n (CCT)n

DR0145085

GA-rich

DR0153334 DR0359542

GC Percent

Repeats