Scale NC_081189.1:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_902713425.1 40,096,000 40,097,000 40,098,000 40,099,000 40,100,000 40,101,000 40,102,000 40,103,000 40,104,000 GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*)

NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*) NCBI RefSeq genes, predicted subset (XM_* or XR_*)

NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*) Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

XM_034034370.3 XM_059025147.1 XM_034034372.3

XM_034034370.3 XM_059025147.1 XM_034034372.3

NM_001002722.1

(AT)n DR0259735 DR0260031

DR0260558 DR0259523

DR0261350

(TTCTC)n

(G)n

DR0260714 DR0260646 DR0259074 DR0260646

DR0259033

DR0261214

DR0260043

DR0260817 DR0259910 DR0260940 DR0260930

DR0260037 DR0259726 DR0260714 DR0260941

DR0258891

GC Percent

Repeats