Scale LS420025.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_900246225.5 22,801,000 22,802,000 22,803,000 22,804,000 22,805,000 22,806,000 22,807,000 22,808,000 22,809,000 GC Percent in 5-Base Windows

Ensembl genes 2022_05

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

FAM222A

g10337.t1

DR0062321 (TG)n DR0061474

DR0062172

DR0062135

DR0061458

DR0061377

(TG)n

(GTGTGA)n

DR0061690 DR0062037

DR0062139 DR0062332 DR0062166 DR0061781

DR0061817

GC Percent

Repeats