Scale 5 kbt | GCA_030490855.1
CM059891.1: | 60,308,000 60,309,000 60,310,000 | 60,311,000IC 60,312,000 |  60,313,0001 60,314,000 60,315,000 60,316,000 |
rcent -| WS
GC Percent I 1 TVRITEREMIE@EREE TP ©BUE 0000000 0O D 0w F Iﬁ? rﬂl W ﬁu?iﬁ??’ﬁl%"i ARSI |11 IR A T RN T T (A0 AT 1 TIERTR L TR
1486.11 Augustus Gene Predictions
o] N

RefSeq mRNAs mapped to this assembly
NM 001347966.2

Unmasked CpG

CpG Islands (Islands < 300 Bases are Light Green)
RepeatMasker Repetitive Elements
Repeats (GTGT)n | (ACC)n | DR0418929 A

imple Tandem Repeats by TRF
Simple Repeats 1 s|' P P Y

wWwM+sbust BN 11 1L | m 1 11 qp Genomicingrvals Masked by WindowMasker 4 Spust



