Scale LR991628.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_905171665.2 13,586,000 13,587,000 13,588,000 13,589,000 13,590,000 13,591,000 13,592,000 13,593,000 13,594,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g530.t1

DR0191368 DR0183176 (CA)n

DR0190846 DR0182674 DR0183461 DR0181958 DR0191409 DR0190595

(TTTA)n (ATATTT)n DR0183755

DR0271035

DR0190352

(TA)n

GC Percent

Repeats