Scale 5 kbt | GCF_015220745.1
NC_051269.1: | 14,689,000 | 14,690,000 | 14,691,000 | 14,692,000 | 14,693,000 | 14,694,000 | 14,695,000 | 14,696,000 | 14,697,000 |
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