Scale CM076156.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_038355195.1 8,776,000 8,777,000 8,778,000 8,779,000 8,780,000 8,781,000 8,782,000 8,783,000 8,784,000 8,785,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g363.t1

DR0262844 GA-rich DR0343278 DR0583319 DR0611788 DR0134843 DR0583319

DR0074944

DR0262768

DR0055042 DR0181831 DR0255660 DR0286258 DR0074647 DR0318444 DR0440316

(CA)n DR0220943 DR0284056 DR0363489

DR0146126

DR0032953

DR0074591

DR0140733 DR0104349

GC Percent

Repeats