Scale OY741264.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_963514095.1 12,585,000 12,586,000 12,587,000 12,588,000 12,589,000 12,590,000 12,591,000 12,592,000 12,593,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g533.t1 g533.t2 g533.t3 g534.t1 g534.t2

NM_001035276.2 NM_001002361.2

DR0066743

DR0583107 DR0075028 (GAG)n (CA)n

DR0582089 DR0262717 DR0074404 DR0633705

(TG)n (ATA)n

DR0363859 (GT)n DR0220724

DR0220167 DR0221722 DR0582562 DR0218067 DR0609150 DR0262528

(C)n DR0217282

DR0457822 DR0516398 DR0608192 DR0457145

GC Percent

Repeats