Scale NC_081354.1:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_030684315.1 64,685,000 64,686,000 64,687,000 64,688,000 64,689,000 64,690,000 64,691,000 64,692,000 64,693,000 GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*)

NCBI RefSeq genes, predicted subset (XM_* or XR_*)

NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*) Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust ank2b ank2b ank2b ank2b ank2b ank2b ank2b

ank2b ank2b ank2b ank2b ank2b ank2b ank2b

NM_001327938.1

DR0177787 DR0177794

DR0040652

DR0177891 DR0177832 DR0178120 DR0177592 DR0040690

DR0177556 DR0177631 DR0177985 DR0177908 DR0546584 DR0177552 DR0178120

DR0177867 DR0177612 DR0040052

DR0177919

DR0177910

DR0178181

DR0040237

A-rich DR0177787 DR0178032

DR0177538

GC Percent

Repeats