Scale 5 kbt | GCA_028451465.1

CM051822.1: | 56,217,000 56,218,000 56,219,000 | 56,220,008I s_e,zszé,oool_ d56,222,000I 56,223,000 | 56,224,000 56,225,000 |
ercen - S INAOw;
GC Percent | IIMN 11 (1 1 WAL (00 BRT 001 T NI b Bk it Y R LNt R CRE (MR KR LR LI ([T R
788.1 Augustus Gene Predictions
] N

RefSeq mRNAs mapped to this assembly

NM 001355547.1

CpG Islands (Islands < 300 Bases are Light Green)
Unmasked CpG

RepeatMasker Repetitive Elements
(TX)n '“ P

DR0489613 XXX (AT)n B DR0489622 XN LiM4c B
DR0489769 Bl DR0489109 1 LIMA7 R
MLT1) B DR0489644 | LTR102_Mam E{E1
LIME3G B DR0489095 M DR0489138 [EEXEEEEN
DR0488856 LIME4c B DR0489315 BBS
Tiggersb_Glire XX DR0489328 F— MER3 @
Repeats DR0489127 B

DR0488870
DR0489152 [®
MER58B XXX
DR0489347 @X
MER58B
Simple Tandem Repeats by TRF

GBS I3 g ket by Windowasker 4 R URt ' 1 I T LI am

Simple Repeats | |
WM + SDust  |HEEI (Bl 11 /W RNE § AR |




