Scale NC_067405.1:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_009764475.1 49,991,000 49,992,000 49,993,000 49,994,000 49,995,000 49,996,000 49,997,000 49,998,000 49,999,000 GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*) NCBI RefSeq genes, predicted subset (XM_* or XR_*) NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*) Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

DR0501414 DR0500571 DR0500912 DR0501323 DR0500705 DR0500760

DR0500940 DR0500621

DR0500996

DR0500724 DR0501167

DR0501599

DR0501684 DR0501293 DR0501749

DR0500798 DR0500932

DR0500912 DR0501108 DR0500702 DR0501314

(TTTCA)n

DR0501094 DR0501181

GC Percent

Repeats