Scale 5 kbl | GCF_020826845.1

NC_080781.1: | 46,644,000  46,645000! 46,646,000 46,647,000 46,648,000  46,649,0001 46,650,000 = 46,651,000 46,652,000 |
<]
GC Percentlll 111 WIFT1 VBN LA S0 1000 LIDID B0 R AR Geersen R \W??Wﬁuu R I, 01010 N SRR VR (0111 00 A
M * NP_*

Bl RefSeq genes curated and predicted sets (NM_* | 4 N
Seq enes curated subset (NM_*, NR” NP‘*orYP o I
NCBI Re % genes, predlcted subset XM’ or E
NCBI RefSeq other annotations (not NM_* XR_ * ,NP_*or YP_*)
FOC131400275

Augustus Gene Predictions
Auqustus
RefSeq mRNAs mapped to this assembGy
CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Eleme|
P L iy

Unmasked CpG

esm—FEPERREEEE L2d & L2c B L2d2 EER
Ceeeeee—=eee MIR3 B MIR3 EE L2d2 B (AC)n | LIMB7 R ————————————
L3 m——E-4 L2b MLT1C2
[RIVE MIR3 L2a B&
Repeats MERS81 MIR3 MIRc B8
CRl-3_CroE3 B

L4_C_Mam k&
(TCTTCCT)n |
. Simple Tandem Repeats by TRF
Simple Repeats |

WM+SDustE Il HE 1 I H LLEL L 1 1 §eepic iptervals Masked by YindowMasker 4 oghiSt s o 1 o e e oIl



