Scale OX637595.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_951799975.1 25,502,000 25,503,000 25,504,000 25,505,000 25,506,000 25,507,000 25,508,000 25,509,000 25,510,000 GC Percent in 5-Base Windows

Augustus Gene Predictions RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

DR0330362 DR0329992 DR0332114 DR0330644 DR0329826 DR0331954 DR0332697

DR0331023 DR0333118 DR0329826 DR0329976 DR0284872

DR0332161 DR0332954 DR0329747 DR0332370 DR0331833 DR0329965 DR0330120 DR0332537

DR0330530 DR0140995

DR0359201

DR0183471 DR0014841 DR0014396 DR0164801

DR0037106

DR0331027

DR0331027

DR0165963 DR0165185

DR0330520

DR0330520

DR0330520 (T)n DR0330918

DR0331011 DR0036772

DR0258146

GC Percent

Repeats