Scale CM020437.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_009819605.1 73,384,000 73,385,000 73,386,000 73,387,000 73,388,000 73,389,000 73,390,000 73,391,000 73,392,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

TOGA annotations using chicken/galGal6 as reference

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g1669.t1

SOX5_rna-NM_001004385.1.1 SOX5_rna-XM_015290191.2.1 SOX5_rna-XM_015290196.2.1 SOX5_rna-XM_015290204.2.1 SOX5_rna-XM_015290209.2.1 SOX5_rna-XM_015290224.2.1 SOX5_rna-XM_015290225.2.1 SOX5_rna-XM_015290226.2.1 SOX5_ENSGALT00000105978.1.1 SOX5_rna-XM_025148938.1.1

NM_006940.6

(A)n G-rich (A)n (G)n (CGGCC)n

GC Percent

Repeats