Scale OY732703.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_963454915.1 21,933,000 21,934,000 21,935,000 21,936,000 21,937,000 21,938,000 21,939,000 21,940,000 21,941,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g686.t1

NM_001044647.1

DR0391093 DR0433499 DR0055043

DR0054751 DR0076052

DR0262587

DR0518428

DR0601456 DR0359033 DR0597691

DR0092228 DR0603447 DR0262211 DR0262747 DR0218902 DR0184309 DR0443403 DR0457265 DR0635817 DR0667590 DR0059523 DR0654851

DR0516003

DR0603321 DR0664295 (AC)n

(CT)n

DR0583402 DR0633099 DR0602545 DR0598579

DR0570226 DR0598579

DR0516003 (TG)n DR0608896 DR0144526

DR0604324 DR0654851 DR0667960

DR0668142 DR0637893

DR0221774

DR0067668

(TACA)n DR0151304 DR0218545 DR0218087 DR0581360

DR0195687 DR0139755

DR0327489

(ACAT)n

(AC)n

DR0139755

DR0195687

DR0327489 DR0218087 DR0152975

DR0609164

DR0074654 DR0562571 (GTGTGTGC)n

(GT)n DR0434227 (AG)n (TC)n

DR0202006 DR0066569

DR0104882

(TCTCTC)n

DR0055235

DR0214820

DR0375869

(CA)n

DR0581660

(CACG)n

(CGCA)n

DR0603788

DR0516003 DR0435201 DR0144704

DR0357581

DR0356928

DR0581866

DR0015074

GC Percent

Repeats