Scale OX063296.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_944039275.1 26,344,000 26,345,000 26,346,000 26,347,000 26,348,000 26,349,000 26,350,000 26,351,000 26,352,000 GC Percent in 5-Base Windows

Augustus Gene Predictions RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

DR0114109 DR0038517 DR0174738 DR0113724

DR0523824 DR0172851 DR0169743 DR0520085 DR0125778

DR0522352 DR0173366 (TTTA)n

DR0522019 DR0520176

DR0522007 DR0037546 DR0521401 DR0169391 DR0126625 DR0171911

DR0171911 DR0522261 A-rich

DR0521839

(AAAC)n

DR0176028

DR0171368 DR0126410

DR0127123

DR0115007

GC Percent

Repeats