Scale OX442374.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_949357685.1 29,112,000 29,113,000 29,114,000 29,115,000 29,116,000 29,117,000 29,118,000 29,119,000 29,120,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g1301.t3 g1301.t4 g1301.t5

NM_001353835.1

DR0621348 DR0048481 DR0623029 (TA)n DR0520570 DR0520615 DR0170041 DR0622152

DR0125852 DR0047262 DR0589313

Tc1-4_DR

DR0624450 DR0047262 DR0049176 DR0169991

DR0334551

DR0620853

DR0267232

DR0127476

DR0170907

DR0622844 DR0267284 DR0038376

DR0617534

DR0048093

DR0019799 DR0048206 DR0175469 DR0617984 DR0047264

DR0127961 DR0018892

DR0267000

DR0047264 DR0048093

GC Percent

Repeats