Scale OZ065553.2:

Unmasked CpG

Simple Repeats WM + SDust

5 kb GCA_964094495.2 77,551,000 77,552,000 77,553,000 77,554,000 77,555,000 77,556,000 77,557,000 77,558,000 77,559,000 GC Percent in 5-Base Windows Augustus Gene Predictions RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green) RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF Genomic Intervals Masked by WindowMasker + SDust g1609.t1 NM_198235.3 NM_174594.2

MER31-int LSU-rRNA_Hsa L2b A-rich

(ATTT)n (A)n

(G)n

(AGAAA)n

GC Percent

Repeats