Scale 5 kbt | GCF_009764565.3
NC_050068.2: | 118,152,000 118,153,000 | 118,154,000 | 118,155,000 118,156,000 | 118, 157 000 | 118,158,000 118,159,000 118,160,000 |

cent i
GC Percent Il 1T TWRITM - [U00 TEET TWOURUTMAINE L (0] e HIIIIIHHII? Ilﬁl ‘ﬁP I\PI \?WW" Wﬁ\ IIHI 1T T W \I\II\ 1IN0V DR e vy rmm
NCBI RefSeq genes. curated and predicted sets (NM *, XR_*, NP_*or Y| P_*
NCBI % genes, pred|cted subset)&XM *orXR
NCBI RefSeq other annotations (not N XR_* NP_*or YP_*)
Au guslus Gene Predictions
Auaustus
RefSeq mRNAs mapped to this assembGy
CpG Islands (Islands < 300 Bases are Light Green)

Unmasked CpG
paitMasker Repetitive Elements

OIldhAT-N1c B MIR1_Amn
Repeats (AGAA)N B
Chompy-4 Croc
X Simple Tandem Repeats by TRF
Simple Repeats 1

i ETRREE TS Es Masked By RRAgMEsker £SOt L o T

wM+Sbust |1 R 1NN



