Scale OX465145.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_949987685.1 13,249,000 13,250,000 13,251,000 13,252,000 13,253,000 13,254,000 13,255,000 13,256,000 13,257,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g481.t1 g481.t2 g481.t3

NM_001004850.1

DR0136502 DR0390859 DR0551721 DR0632817 DR0112726 DR0102333

DR0112899

DR0136484 DR0586013 DR0457850 DR0219846

DR0124267 DR0057459 DR0058806 DR0060397

DR0154100

DR0198526

DR0198998 DR0262732 DR0551577 DR0262993

DR0184170 DR0184512

DR0262993

DR0255838 DR0583084

DR0198173

DR0434302

DR0198173 DR0666341 DR0091688

DR0262993 DR0074403

DR0141279

GC Percent

Repeats