
Scale
NC_084480.1:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_030035675.1
107,862,000 107,863,000 107,864,000 107,865,000 107,866,000 107,867,000 107,868,000 107,869,000 107,870,000

GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*)
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Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly
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