Scale OX463227.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_949820135.1 64,495,000 64,496,000 64,497,000 64,498,000 64,499,000 64,500,000 64,501,000 64,502,000 64,503,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g3628.t1

NM_001195340.1

(TAGTATA)n (TC)n (GT)n

(TA)n L1MA6

(GCTCCTG)n (CT)n A-rich

GA-rich

GA-rich

(T)n L1ME3A

L1M5 MIR Charlie1a

GC Percent

Repeats