Scale OY726557.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_963383645.1 79,963,000 79,964,000 79,965,000 79,966,000 79,967,000 79,968,000 79,969,000 79,970,000 79,971,000 79,972,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g1115.t1

NM_001193887.2

L1ME3A ORR1E ORR1E

(TC)n

MusAve-1.116 MusAve-1.11 (ATAC)n MusAve-1.10 (AT)n MusAve-1.11 (ATTT)n

MusAve-1.62

MusAve-1.66

MusAve-1.66

(AAAT)n MusAve-1.116 MusAve-1.35 (AAAT)n MusAve-1.116

MusAve-1.10

MusAve-1.62

MusAve-1.71

(AT)n

MusAve-1.10 (AATA)n

MusAve-1.35

MusAve-3.252

(T)n MusAve-1.1

GC Percent

Repeats