Scale NC_051336.1:

Augustus

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCF_015227675.2 86,842,000 86,843,000 86,844,000 86,845,000 86,846,000 86,847,000 86,848,000 86,849,000 86,850,000 GC Percent in 5-Base Windows

NCBI RefSeq genes, curated and predicted sets (NM_*, XM_*, NR_*, XR_*, NP_* or YP_*)

NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*)

NCBI RefSeq genes, predicted subset (XM_* or XR_*) NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*) Ensembl genes 2021_02

Augustus Gene Predictions

TOGA annotations using human/hg38 as reference

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

Gpi Gpi

Gpi Gpi Gpi Gpi

ENST00000356487.GPI.54 ENST00000415930.GPI.54 ENST00000588991.GPI.54 Gpi

B1F B3A PB1D9 B3 B1_Mur4 PB1D10

(TG)n RSINE1

PB1D10 B2_Rat4

(AGAA)n

PB1D9

RLTR42-int B3 ID4 PB1D10 MLT1F B2_Rat3

B3 B3 Lx5c

B2_Rat1

MT2B

B1_Mur4

RSINE1

(AC)n MLT1F-int

B2_Rat1 PB1D7 B4 (AACAAG)n

GC Percent

Repeats