Scale 5 kbt | GCF_015227675.2
NC_051336.1: | 86,842,0001 86,843,000 86,844,000 86,8450001 86,846,000 86,847,000 86,848,000 86,849,000 86,850,000 |

GC Percent Ml IR 7T SRMRAE 0000 |00 T IIIII QLT SUVIRTT g CIMRI I ﬁiﬁﬁiﬁﬁﬂf 'ifnfﬁﬂﬁﬁﬁﬂ’ﬁn IIIIIII\II II\IIIIIIIII IIII-IIIIIIIIIII\IIIIIII T TR O T (oo
Bl RefSeg genes, curied and predicted sets (N *)

Gpi 1
CBI RefSeg genes, curated subset (N R_* NP_*or YP_*
Gpi ' N s { w )
NCBI RefSeq genes, pred|cted subset (XM ki or XR_*
NCBI RefSeq other annotations (not N * NP_*or YP_¥)
k Ensembl genes 20?&
Gpi ]
Gpi 3 -
Gpi -k -
Gpi ¥ 1 py s -
ugustus Gene Predjictions
Augustus 1 ] T g » dﬁ ? :
annotations using human, as reference
ENST00000356487.GPI.54 1 ﬁ 2 W?ﬁ
ENST00000415930.GPI.54 E E = > |
i ¥

ENST00000588991.GPI.54
Gpi
Unmasked CpG

ik
fSeq mRNAs mapped to ngssembly

i
CpG Islands (Islands < 300 Bases are Light Green)

Re atMasker Re| etmve Eleme
BIF B B3A et PR 'ES B3 RSINEL
PB1D9 A RSlNEl <<] 3 B B3 BX B2_Ratl &®
B3 & PB1D10 H ID4 E Lx5c 1—Esl PBlD7 1
B1_Mur4d B2_Rat4 PB1D10 MT2B B
Repeats PB1D10 H PB1D9 B MLT1F B—B—3EE
(AGAA)N B B2 Rat3 EXN Bl Mur4 EE
B2_Ratl
(AC)n 1
| ” 0 MLT1F-int BEEEEE
Si e Tan Repeats by TRF
Simple Repeats G I Tp ﬂn '\)N | yM 3 SD 1
nomic Ints InaowMaske| + ust
WM+SDust 1 ELIL 1 | ammm 1 g C§pmic Intevals Masked by Win mmE BN | Nl BEEIEDE I 1 =




