Scale 5 kbl { GCA_963455305.1
0Y734022.1: | 82,933,000 | 82,934,000 | 82,935,000 | 82,936,000 | 82,937,000 | 82,938,000 | 82,939,000 | 82,940,000 | 82,941,000 |
a; O
C Percont MMM 11101 1 100 URANA Wm0 0 00 o 0 Rl PR ENTHE o w0 e e o
Augustus Gene Predictions
0952.t1
RefSeq mRNAs mapped to this assembé/
CpG Islands (Islands < 300 Bases are Light Green)
Unmasked CpG b Masker R g
epeatMaske epetitive Elements
LIMAO B® L2b W ity Tt LIMB3 s
L1M3c L1IME1
Repeats Arich 3 MIR1_Amn N
L1IMA9 BB (TC)n I
. Simple Tandem Repeats by TRF
Simple Repeats G | I ind b 1
n IC Intervals INaot r+ ust
WM + SDust EEEEEEEIE ImIN 1111 SETEE T B T AL R |1 "SRl MR TEREBIEN JERRL




