Scale
NC_073697.1: |

5kb
42,611,000 |

| GCF_023634085.1

!
T
42,612,000 |  42,613,0001  42,614,0001 426150001 426160001 42,617,000 42,618,000 |

42,610,000 | 514,000 W
cent in 5-Base Wingows,
GC Percent V1T LG (0 (R0 RETORTIEEEC D000 IIIIIII III LU L AT (Y I?ﬁl fr] Iqlf F ﬂ IIII N R RO YT RVt (T R IR LRV TR i
RefSeq genes, curated and predicted sets (NM * XM_* *, XR_*, NP_*or YP_*)
CTNNA2
CTNNA2
NCBI RefSeq genes, curated subset (NM_*, NR * NP_*or YP_ *)
NCBI RefSeq genes, predicted subset (XM_* or XR *)
CTNNA2
CTNNA2
NCBI RefSeq other annotations (not NM_*, NR_*, XM_*, XR_*, NP_* or YP_*)
Augustus Gené'l Predictions —
Auqustus
RefSeq mRNAs mapped to this assembly
NM 001372104.1
CpG Islands (Islands < 300 Bases are Light Green)
Unmasked CpG
RipeatMasker Repetitive Elements
(an 1 An | (CAC)n sTTAAT)
Repe: | L (AACA)N |
imple Tandem Repeats by TRF
Simple Repeats B 1 I pl " g P I i
enom rvals Maske W er+ Spust
WM+ SDustIlE 1| trorem w1 s miervas Masked iy YR YRS FPYE 1 TR IR I N IE



