Scale JAPVRA010001639.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_026979555.1 221,000 222,000 223,000 224,000 225,000 226,000 227,000 228,000 229,000 230,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g9.t1

DR0696348 DR0696427

(GCA)n

(CCCGTC)n

(CGC)n

(AGG)n (GCCGG)n

DR0696529 (AGAAATGA)n DR0696202

GC Percent

Repeats