Scale CM053140.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_028571685.1 74,656,000 74,657,000 74,658,000 74,659,000 74,660,000 74,661,000 74,662,000 74,663,000 74,664,000 74,665,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g1013.t1

NM_001080850.3

MIR MIRb MIRb (TAC)n

MLT1B MIR1_Amn

Tigger22N1

(GAGGA)n L1MB8

GC Percent

Repeats