Scale CM030172.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_017639675.1 18,565,000 18,566,000 18,567,000 18,568,000 18,569,000 18,570,000 18,571,000 18,572,000 18,573,000 18,574,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g904.t1 g904.t2

NM_001044957.2

DR0244268 DR0437692 DR0244089 DR0526201

(GT)n (TG)n (CCTTT)n (CT)n

(CA)n (TTTCCA)n

(TG)n

(ATAATT)n

(AC)n

(TG)n

(TAT)n DR0251348 DR0317377

DR0100738

GC Percent

Repeats