Scale 5 kbt 1 GCA_964106545.1
0z067083.1: | 108,555,000 108,556,000 108,557,000 108,558,000 | 108,559,000 108,560,000| 108,561,000 108,562,000! 108,563,000 |

t in 5-Base Wi S
GC Percent|l'11 1 I [ [T T Wman e pnmn el ?(f ﬁﬁﬁ‘hff \llnlli WF Il Wﬁv 11 [RTIN | | DI RO R N TR i 11
Augustus Gene Predictions
RefSeq mRNAs mapped to this assembly

NM 174288.1
CpG Islands (Islands < 300 Bases are Light Green)
Unmasked CpG b Maskber R o
epeatMasker Repetjtive Elements
LIMB7 KRR i —— R (AATG)N P eshey GACA) 1 L&
G-rich 1 E lor2A @ L1IMEg (Ton 1
Repeats MIRb B3 L3 s (TTT)n I A-rich 1
(GTTT)n | (TCTCTC)n 1 L2 e —
A-ricl H MERS53
. Simple Tandem Repeats by TRF
Simple Repeats 1 | 1

WM+ SDust (111 | S S IR 11 nnm 1 on 1 nSferic vals Masked by yindowMasker + SISt g o v 1 g 1 il |




