Scale OX449111.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_949606895.1 32,465,000 32,466,000 32,467,000 32,468,000 32,469,000 32,470,000 32,471,000 32,472,000 32,473,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g1579.t2 g1579.t1

NM_001093527.1

DR0081536

DR0081529

DR0081545 (AC)n

DR0080972 DR0082038

DR0081080

DR0082175 DR0080792 (AC)n

DR0082029

DR0082130

DR0081518

GC Percent

Repeats