Scale le' | FVB_NJ

1
chrl: 95,000,000 | 0| 96,500,000 |

i | P It
All Gaps I 10001110t s e o w0 R PEAREROT |W|ﬁ?| ?fﬁs[lq\llﬁilllllﬁ“d KT | ‘iﬁ’l | | ||||||||||| TR N R Tt
LVXQ01002375.1 RRRERR  |\/X001002389.1H LVX001002403.11 LVX001002410.11 LVXOOlO%]2419 1% LVX001002433.1 LVX001002437.11
LVXQ01002376.1 I LVX001002390.18 LVX001002404.1 EEEEEEEEHY LVX001002413.1| LVX001002426.1 el LVX001002436.1 teeeccccce
LVXQ01002377.1 13 LVX001002391.1| LVX001002405.1 | LVX001002414.1 LVX001002427.1| LVX001002438 10
LVXQ01002378.1 LVX001002393.1 LVX001002406.1 B LVX001002415.11 LVX001002428.1 | LVX001002439.1 |
LVXQ01002379.1 | LVX001002394.1 | LVX001002407.1 B8 LVX001002416.1 8 LVX001002429.1 & LVX001002440.1 X8
LVXQ01002380.1 < LVX001002395.1| LVX001002408.18 LVX001002417.18 LVX001002430.1! LVX001002441.11
LVXQ01002381.1 LVX001002397.1 LVX001002409.1 k&=l LVX001002420.1 | LVX001002434.1§ LVX001002442.1 |
LVXQ01002382.1 k& LVvX001002399.1 BR LVX001002411.11 LVX001002421.1 1 LVX001002435.1
LVX001002383.11 LVX001002400.1 & LVX001002412.1 EEEEEEER LVX001002431.1 &1 LVX001002443.1 ke=x=l
LVX001002384.1 & LVX001002401.11 LVX001002418.1 cR=esl
LVX001002385.1] LVX001002402.1 ke LVX001002422.1 &
LVX001002386.1 @ LVX001002423.1 &
LVX001002387.1 | LVX001002424.1
LVX001002388.1 & LVX001002425.11
LVX001002392.18 LVX001002432.1 EXEEEEEERN

LVX001002396.11
LVX001002398.11

nom "% o wa ol | R

Gap (AGP defined) Wr e remne m 1 11
70 _ GC Percent in 5-Base Windows
GC Percent
30 MMWﬂHMMﬁMhMMMM il o sl kot oot lahlbokbiusibbiblnibiin
nsem enes Vi
MGP_FVBNJ_T0021393.1 ««+ MGP FVBNJ T0021410.1H4 MGP FVBNJ T0098635.11 9 MGP FVBNJ T0012084.11 MGP FVBNJ T0012085.1!
MGP_FVBNJ_T0021394.1 <= MGP FVBNJ T0009464.11 MGP FVBNJ T0021411.1}
MGP_FVBNJ_T0016882.1 1 MGP FVBNJ T0021407.1 f---HH MGP FVBNJ T0000565.11

MGP_FVBNJ_T0016883.1 = MGP FVBNJ T0021408.1 ¥
MGP_FVBNJ_T0016884.1 # MGP FVBNJ T0021409.1 HHE
MGP_FVBNJ_T0016885.1 H-l MGP FVBNJ T0005805 1n
MGP_FVBNJ_T0016886.1 MGP FVBNJ T0005806.1H
MGP_FVBNJ_T0098634.1 I MGP FVBNJ T0012083.1!
MGP_FVBNJ_T0021405.1 !
MGP_FVBNJ_T0021406.1 ki
MGP_FVBNJ_T0005802.1 u
MGP_FVBNJ_T0005803.1 H
MGP_FVBNJ_T0005804.1 H
MGP_FVBNJ_T0012081.1 !
MGP FVBNJ T0012082.1 !

Augustus Gene Predictions

Augustus " ———
CpG: 81 I CpG lIslands (Islands < 300 Bases are Light Green)

CpG: 96 |

CpG Islands on All Sequence (Islands < 300 Bases are Light Green)

Cactus alignments, 17 mice strains plus rat
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