Scale HG994381.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_905319855.2 41,557,000 41,558,000 41,559,000 41,560,000 41,561,000 41,562,000 41,563,000 41,564,000 41,565,000 GC Percent in 5-Base Windows

Ensembl genes 2022_01

Augustus Gene Predictions RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

MSMO1

NM_001098863.1

GA-rich (T)n (AG)n L3b L3 L1M3 (TTTTTC)n

L1MA9 L1MB1

GC Percent

Repeats