Scale OZ067313.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_964106825.2 66,958,000 66,959,000 66,960,000 66,961,000 66,962,000 66,963,000 66,964,000 66,965,000 66,966,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g936.t1

L1M5 L1ME4b

MLT1H1 (CTGCCT)n tRNA-Lys-AAG L1M4

(T)n (GA)n tRNA-Lys-AAG tRNA-Lys-AAA (TATTTT)n GA-rich

GA-rich (T)n GA-rich

(T)n MER58A

MLT1F1 L1MEg

(GACAGA)n tRNA-Lys-AAG tRNA-Lys-AAG (TC)n

A-rich

MIRc

MER45A

MamRTE1

L2b

(CAGAGG)n

(T)n MIR3 G-rich

(GCC)n (TTAT)n hAT-5_Mam

L1ME2 L1ME2

GC Percent

Repeats