Scale OZ004780.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_963924665.1 87,108,000 87,109,000 87,110,000 87,111,000 87,112,000 87,113,000 87,114,000 87,115,000 87,116,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g1039.t1

DR0509509 DR0133522

DR0133439 DR0361310 DR0513978 DR0510330 DR0361598 DR0514399 L2a DR0509959 DR0110357 (CA)n DR0133198 DR0110786

DR0133654 DR0513181 DR0133387 RMER19A

DR0513733

DR0513676 DR0514399 DR0361326

EuthAT-2

DR0361446

DR0133646

DR0133458 DR0514320 DR0514476

DR0133043

DR0362047 DR0362105

DR0361540 RatNor-1.295 B1F DR0513690 DR0110858 MTC DR0513747

DR0510238 DR0510172 DR0110315

DR0133236 DR0513689

GC Percent

Repeats