Scale LR132053.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_900324465.3 11,430,000 11,431,000 11,432,000 11,433,000 11,434,000 11,435,000 11,436,000 11,437,000 11,438,000 GC Percent in 5-Base Windows

Ensembl genes 2022_05

Augustus Gene Predictions RefSeq mRNAs mapped to this assembly CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust b3galt1a b3galt1a

DR0063689 (GT)n (A)n DR0063619 DR0063588

DR0063833 DR0063498

DR0063864

DR0063228

DR0063307

A-rich

DR0063307

DR0063835

DR0063435 DR0063343 DR0063721

GC Percent

Repeats