Scale JAAIYD010000188.1:

Simple Repeats

WM + SDust

1 Mb GCA_011004865.1 500,000 1,000,000 1,500,000 2,000,000 2,500,000 3,000,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands on All Sequence (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g4963.t1 g4964.t1 g4965.t1 g4966.t1

g4967.t1 g4968.t1 g4969.t1 g4970.t1

g4971.t1 g4971.t2 g4971.t3 g4972.t1 g4973.t1 g4974.t1 g4975.t1 g4976.t1

g4977.t1 g4978.t1 g4979.t1 g4980.t1

g4980.t2

g4980.t3 g4981.t1 g4982.t1

g4983.t1 g4984.t1 g4985.t1

g4985.t2 g4986.t1 g4987.t1

g4988.t1 g4989.t1 g4990.t1 g4991.t1

g4992.t1 g4993.t1 g4994.t1 g4995.t1 g4996.t1 g4997.t1 g4998.t1 g4999.t1

NM_152745.3 NM_022307.3 NM_001012855.3 NM_001304020.2 NM_001192318.1 NM_001037865.1

NM_001012557.1

NM_001030977.1 NM_001101698.1

NM_012943.1 NM_010057.2

NM_001113317.2

NM_001012949.2

NM_004411.4

NM_001199909.1

NM_001192864.3

NM_001303187.1 NM_001076153.3

NM_001099400.2

NM_022900.5

NM_001079714.2

NM_001199678.1

NM_001079242.1 NM_001278047.3

NM_001105219.1

NM_001012854.2

NM_001288804.3

CpG: 53 CpG: 42 CpG: 16

CpG: 61 CpG: 19 CpG: 26 CpG: 351

CpG: 92 CpG: 268

CpG: 79 CpG: 84

CpG: 140

CpG: 73 CpG: 173

CpG: 80 CpG: 1983

CpG: 108

CpG: 142 CpG: 22 CpG: 24

CpG: 142 CpG: 26 CpG: 214

CpG: 140

CpG: 144

CpG: 29 CpG: 99

CpG: 16 CpG: 23

CpG: 253

CpG: 127

CpG: 122 CpG: 331

CpG: 92 CpG: 140 CpG: 170 CpG: 130 CpG: 192

CpG: 53 CpG: 108 CpG: 48

GC Percent

Repeats