Scale OX439014.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_949316315.1 66,710,000 66,711,000 66,712,000 66,713,000 66,714,000 66,715,000 66,716,000 66,717,000 66,718,000 66,719,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g610.t1

NM_001039493.1

(T)n B1_Mur1 MurSatRep1 B1_Mur1 Charlie2a

RSINE1 (TG)n B4 L1MC5

L1MC3 ID_B1 L1MC2 (TG)n B4A (TG)n

RMER30 Charlie12_Rodent

L1M4

L1MB7

GC Percent

Repeats