Scale
NC_053489.1:

GC Percent
XM 040358554.1
XM 040358554.1

ENSRTEG00010023654
Auqustus

MYO18B

Unmasked CpG
Repeats

Simple Repeats

WM + SDust

230,219,000 | 230,220,000 | 230,221,000 230,222,000 | 230,223,000 | 230,224,000 | 230,225,000 |
a!
LI W SRR MR f‘ﬂVYlﬂ'H f| 0 NN AR 0
N *)

5 kbt

RefSeq genes, curated and predicted sets (NM_*

230,226,000 I~

| GCF_905171775.1
230,227,000 |

230,228,000 |

i
NCBI RefSeq genes, predicted subset (XN * R _*
A9 ¢ w ) »
NCBI RefSeq other annotations (not NM_*, NR _*, XM_*, XR_*, NP_* or YP_*)
Ensembl genés 2022 06 .
Augustus Gene Predictions 2 . =
1
RefSeq mRNAs mapped to this assemb) B

CpG Islands (Islands < 300 Bases are Light Green)
RepeatMasker Repetitive Elements

(AT)n 1

imple Tandem Repeats by TRF

ﬂmieﬁalﬁ Mﬁked bil W|ndowMask¢ir + SDust



