Scale OZ078834.1:

Unmasked CpG

Simple Repeats

WM + SDust

5 kb GCA_964197995.1 26,725,000 26,726,000 26,727,000 26,728,000 26,729,000 26,730,000 26,731,000 26,732,000 26,733,000 GC Percent in 5-Base Windows

Augustus Gene Predictions

RefSeq mRNAs mapped to this assembly

CpG Islands (Islands < 300 Bases are Light Green)

RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust g1230.t1

NM_001076611.1

DR0266575 DR0267360 DR0266575 DR0268003

DR0268008 DR0267944

DR0267944 DR0266362

DR0268003 DR0267518

DR0267518 DR0266786

DR0268061 DR0267389

(TCATTTT)n

(AAC)n DR0267571 DR0267200

DR0266676

DR0266374 DR0267089

GC Percent

Repeats