Scale
NC_045614.1:

GC Percent

Auqustus

Unmasked CpG

epeats

Simple Repeats

WM + SDust [l I Il

5 kbt | GCF_009829155.1
| 73,453,000 | 73,454,000 | 73,455,000 | 73,456,000 | 73,457,000 | 73,458,000 | 73,459,000 | 73,460,000 | 73,461,000 |
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